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4 <110> APPLICANT: CENTRE NATIONAL DE LA RECHERCHE SCIENTIFIQUE 

6 <120> TITLE OF INVENTION: GLUTAMINE: FRUCTOSE- 6 -PHOSPHATE AMIDOTRANSFERASE (GFAT) 
COMPRISING 

7 AN INTERNAL PURIFICATION TAG, AND ITS USE FOR THE SCREENING 

8 OF COMPOUNDS 

10 <130> FILE REFERENCE: WOB 03 BP CNR GFAT 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/563 , 572 
C--> 12 <141> CURRENT FILING DATE: 2006-01-06 

12 <160> NUMBER OF SEQ ID NOS: 19 

14 <170> SOFTWARE: Patentin version 3.1 

16 <210> SEQ ID NO: 1 

17 <211> LENGTH: 2046 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Homo sapiens 
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Val 


Arg 


Ser 


Glu 


His 


Lys 


Leu 


Ser 


Thr 


Asp 


His 


He 


Pro 


He 


264 




210 










215 










220 










266 


Leu 


Tyr 


Arg 


Thr 


Gly 


Lys Asp Lys 


Lys 


Gly Ser 


Cys 


Asn 


Leu 


Ser 


Arg 


267 


225 










230 










235 










240 



1968 



2016 



2046 
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269 


Val 


Asp 


Ser 


Thr 


Thr 


Cys 


Leu 


Phe 


Pro 


Val 


Glu 


Glu 


Lys 


Ala 


Val 


Glu 


270 










245 










250 










255 




272 


Tyr 


Tyr 


Phe 


Ala 


Ser 


Asp 


Ala 


Ser 


Ala 


Val 


He 


Glu 


His 


Thr 


Asn 


Arg 


273 








260 










265 










270 






275 


Val 


He 


Phe 


Leu 


Glu 


Asp 


Asp 


Asp 


Val 


Ala 


Ala 


Val 


Val 


Asp 


Gly 


Arg 


276 






275 










280 










285 








278 


Leu 


Ser 


He 


His 


Arg 


He 


Lys 


Arg 


Thr 


Ala 


Gly 


Asp 


His 


Pro 


Gly 


Arg 


279 




290 










295 










300 










281 


Ala 


Val 


Gin 


Thr 


Leu 


Gin 


Met 


Glu 


Leu 


Gin 


Gin 


He 


Met 


Lys 


Gly 


Asn 


282 


305 










310 










315 










320 


284 


Phe 


Ser 


Ser 


Phe 


Met 


Gin 


Lys 


Glu 


He 


Phe 


Glu 


Gin 


Pro 


Glu 


Ser 


Val 


285 










325 










330 










335 




287 


Val 


Asn 


Thr 


Met 


Arg 


Gly 


Arg 


Val 


Asn 


Phe 


Asp 


Asp 


Tyr 


Thr 


Val 


Asn 


288 








340 










345 










350 






290 


Leu Gly 


Gly Leu 


Lys 


Asp 


His 


He 


Lys 


Glu 


He 


Gin 


Arg 


Cys 


Arg 


Arg 


291 






355 










360 










365 








293 


Leu 


He 


Leu 


He 


Ala 


Cys 


Gly 


Thr 


Ser 


Tyr 


His 


Ala 


Gly 


Val 


Ala 


Thr 


294 




370 










375 










380 










296 


Arg Gin 


Val 


Leu 


Glu 


Glu 


Leu 


Thr 


Glu 


Leu 


Pro 


Val 


Met 


Val 


Glu 


Leu 


297 


385 










390 










395 










400 


299 


Ala 


Ser 


Asp 


Phe 


Leu 


Asp 


Arg 


Asn 


Thr 


Pro 


Val 


Phe 


Arg 


Asp 


Asp 


Val 


300 










405 










410 










415 




302 


Cys 


Phe 


Phe 


Leu 


Ser 


Gin 


Ser 


Gly 


Glu 


Thr 


Ala 


Asp 


Thr 


Leu 


Met 


Gly 


303 








420 










425 










430 






305 


Leu Arg 


Tyr 


Cys 


Lys 


Glu 


Arg 


Gly 


Ala 


Leu 


Thr 


Val 


Gly 


He 


Thr 


Asn 


306 






435 










440 










445 








309 


Thr 


Val 


Gly Ser 


Ser 


He 


Ser 


Arg 


Glu 


Thr 


Asp 


Cys 


Gly 


Val 


His 


He 


310 




450 










455 










460 










312 


Asn 


Ala 


Gly Pro 


Glu 


He 


Gly 


Val 


Ala 


Ser 


Thr 


Lys 


Ala 


Tyr 


Thr 


Ser 


313 


465 










470 










475 










480 


315 


Gin 


Phe 


Val 


Ser 


Leu 


Val 


Met 


Phe 


Ala 


Leu 


Met 


Met 


Cys 


Asp 


Asp 


Arg 


316 










485 










490 










495 




318 


He 


Ser 


Met 


Gin 


Glu 


Arg 


Arg 


Lys 


Glu 


He 


Met 


Leu 


Gly 


Leu 


Lys 


Arg 


319 








500 










505 










510 






321 


Leu 


Pro 


Asp 


Leu 


He 


Lys 


Glu 


Val 


Leu 


Ser 


Met 


Asp 


Asp 


Glu 


He 


Gin 


322 






515 










520 










525 








324 


Lys 


Leu 


Ala 


Thr 


Glu 


Leu 


Tyr 


His 


Gin 


Lys 


Ser 


Val 


Leu 


He 


Met 


Gly 


325 




530 










535 










540 










327 


Arg Gly 


Tyr 


His 


Tyr 


Ala 


Thr 


Cys 


Leu 


Glu 


Gly 


Ala 


Leu 


Lys 


He 


Lys 


328 


545 










550 










555 










560 


330 


Glu 


He 


Thr 


Tyr 


Met 


His 


Ser 


Glu 


Gly 


He 


Leu 


Ala 


Gly 


Glu 


Leu 


Lys 


331 










565 










570 










575 




333 


His Gly 


Pro 


Leu 


Ala 


Leu 


Val 


Asp 


Lys 


Leu 


Met 


Pro 


Val 


He 


Met 


He 


334 








580 










585 










590 






336 


He 


Met 


Arg Asp 


His 


Thr 


Tyr 


Ala 


Lys 


Cys 


Gin 


Asn 


Ala 


Leu 


Gin 


Gin 


337 






595 










600 










605 








339 


Val 


Val 


Ala Arg 


Gin 


Gly 


Arg 


Pro 


Val 


Val 


He 


Cys 


Asp 


Lys 


Glu 


Asp 


340 




610 










615 










620 










342 


Thr 


Glu 


Thr 


He 


Lys 


Asn 


Thr 


Lys 


Arg 


Thr 


He 


Lys 


Val 


Pro 


His 


Ser 
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Please Note; 

Use o£ n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields o£ ea)» Sequence which presents at least one n or Xaa. 

Seq#:l; N Pes. 170 
Seq#:l; Xaa Pes. 57 
Seq#:2; Xaa Pos . 57 
Seq#:5; N Pos. 170 
Seq#:5; Xaa Pos. 57 
Seq#:6; Xaa Pos. 57 
Seq#:7; N Pos . 170 
Seq#:7; Xaa Pos. 57 
Seq#:8; Xaa Pos. 57 
Seq#:ll; N Pos. 170 
Seq#:ll; Xaa Pos. 57 
Seq#:12; Xaa Pos. 57 
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VERIFICATION SUMMARY DATE: 01/19/2006 

PATENT APPLICATION: US/10/563,572 TIME: 13:29:53 

• * ' • Input Set : A:\GFAT-anglais.txt 

Output Set: N:\CRF4\01192006\J563572.raw 

L:12 M:270 C: Current Application Number differs, Replaced Current Application No 

L:12 M:271 C: Current Filing Date differs. Replaced Current Filing Date 

L:32 M:258 W: Mandatory Feature missing, <223> Blank for SEQ#:l,Line#:24 

L:45 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:1 after pos.:144 

L:46 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 after pos.:192 

L:232 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2 after pos.:48 

L:365 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 3 , Line# : 363 

L:699 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 5 , Line# : 692 

L:712 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos.:144 

L:713 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos.:192 

L:903 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:6 after pos.:48 

L:1050 M:258 W: Mandatory Feature missing, <223> Blank for SEQ#:7,Line#:1040 

L:1063 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 after pos.:144 

L:1064 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 after pos.:192 

L:1249 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:8 after pos. :48 

L:1386 M:258 W: Mandat03ry Feature missing, <223> Blank for SEQ# : 9 , Line# : 1384 

L:1723 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 11 , Line# : 1713 

L:1736 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 after pos.:144 

L:1737 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 after pos.:192 

L:1929 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:12 after pos.:48 
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